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7. Anhang

In den folgenden Tabellen ist die vollstandige Auswertung der Analysen mit den ,,Atlas™
Human Cancer 1.2 Arrays* (Cat.# 7851-1) der Firma Clontech gezeigt. Zussamengestellt wurde
jeweils der Vergleich des nicht-induzierbaren HeLa Tet-On-Zellklons 11 F1 als Kontrolle mit den
Zelllinien HeLa transfiziert mit pSG5-APM-1 (Tabelle 1), LX-1 (Tabelle 2), CX-2 (Tabelle 3),
Capan-2 (Tabelle 4) und dem HeLa Tet-On-Zellklon | B1 (Tabelle 5). Gene, bei denen eine
Verénderung des Expressionsmusters im Vergleich zur Kontrolle beobachtet wurde, sind mit
Name, Array-Koordinate und Gruppenzugehdrigkeit laut Hersteller-Angaben aufgefuhrt. Der
Befund einer Erhdhung der Signalintensitét ist durch einen senkrechten Pfeil nach oben (), der

Befund einer Reduktion der Signalintensitat durch einen Pfeil nach unten ({) angedeutet.
Die komplette Liste der Gene, die durch die cDNA-Fragmente des ,,Atlas™ Human Cancer 1.2-
Arrays“ reprasentiert werden, ist unter der Internet-Adresse ,,http://atlasinfo.clontech.com/

atlasinfo/Atlasinfo2/dynamicScripts/cDNALIist.ssc?listClontechArrayUid=19&listClontechCat
No=7851-1“ einsehbar.

Tabelle 1: Vergleich HeLa+pSG5-APM-1 mit HelLa Tet-On 11 F1

Array
Gen Koord | Gruppe Befu
inate nd
nucleoside diphosphate kinase B (NDP kinase B; NDKB); gngogggs_sfs‘s-ggiglg& ?:)ljrg?gier]sssors
expressed in non-metastatic cells 2 protein (NMEZ2); myc purine- | A0h Tfanrs)cri tion Activators & 0
binding transcription factor (PUF); NM23B R P
epressors
nucleoside diphosphate kinase A (NDKA); NDP kinase A, gngogggg?Aggszgiglg& ?Durg?gie;ssors
tumor metastatic process-associated protein; metastasis Al0b Tfangcri tion Activators & T
inhibition factor NM23 (NM23-H1) P
Repressors
ras homolog gene family member A (RHOA; ARHA); aplysia Al3e Oncogenes & Tumor Suppressors A
ras-related homolog 12 (ARH12; RHOH12) G Proteins
. . . Symporters & Antiporters
fibroblast adenine nucleotide translocator 2 (ANT2) BO2a Energy Metabolism 0
. . Other Intracellular Transducers,
B-cell receptor-associated protein (hBAP) BOAN | Ectotors & Modulators T
STE20-like kinase 3; MST3 B05e Intracellular Kinase Network "
Members
placental calcium-binding protein; calvasculin; S100 calcium- T, ,
binding protein Ad: MTS1 protein B07I | Calcium-Binding Proteins 0
RHO GDP-dissociation inihibitor 1 (RHO-GDI 1); RHO-GDI BL4i GTP/GDP Exchangers & 2
alpha (GDIAL); ARHGDIA | GTPase Activity Modulators
tumor necrosis factor type 1 receptor-associated protein COdb Death Receptor-Associated "
(TRAP1) Proteins & Adaptors
growth arrest & DNA damage-inducible protein 153 Other Apoptosis-Associated
(GADD153); DNA damage-inducible transcript 3 (DDIT3); cosd | Proteins \
C/EBP homologous protein (CHOP)




Tabelle 1: Vergleich HeLa+pSG5-APM-1 mit HelLa Tet-On 11 F1 (Fortsetzung)

Array
Gen Koord | Gruppe Befu
inate nd
cadher!n 5 (CDH5.); vascular endothelial cadherin (VE- pozd | Cell-Cell Adhesion Receptors 2
cadherin); 7B4 antigen
paxillin (PXN) Dosf | Matrix Adhesion Receptors )
alphal catenin (CTNNAUL); cadherin-associated protein D09d | Matrix Adhesion Receptors )
Other Stress Response Proteins
Apoptosis-Associated Proteins
glutathione-S-transferase-like protein (GSTTLp28); glutathione Do9m DNA Synthesis, Recombination & 4
transferase omega (GSTO1) Repair Proteins
Metabolism of Cofactors, Vitamins
& Related Substances
70-kDa heat shock protein 5 (HSPAS); 78-kDa glucose-
regulated protein (GRP78); immunoglobulin heavy chain E02n | Other Immune System Proteins \
binding protein (BIP)
ubiquitin-conjugating enzyme E2 32-kDa complementing . .
protein; ubiquitin-protein ligase; ubiquitin carrier protein; E08| l())ther_ Egzymes involved in 0
CDC34 rotein Turnover
prostate differentiation factor (PDF); macrophage inhibitory 096 Growth Factors, Cytokines & 2
cytokine 1 (MIC1); growth differentiation factor 15 (GDF15) Chemokines
protease inhibitor 7 (P17); glia-derived nexin; protease nexin | E13; Sce)lrlnsrlngunr?itggo&n E;(S;Zicrilular 2
(PN1); glia-derived neurite-promoting factor (GDNPF) ) e
Protease Inhibitors
60S ribosomal protein L10 (RPL10); tumor suppressor QM Folk | Ribosomal Proteins )
40S ribosomal protein S5 (RPS5) Fo2k | Ribosomal Proteins )
thioredoxin reductase F11d Nucleotide Metabohsm 0
Stress Response Proteins
Housekeeping Genes
ubiquitin C (UBC) G11 | Other Stress Response Proteins T
Protein Turnover
Tabelle 2: Vergleich LX-1 mit HeLa Tet-On 11 F1
Array
Gen Koord | Gruppe Befu
inate nd
nucleoside diphosphate kinase A (NDKA); NDP kinase A, gngogggi.sfs‘sggiglg& ?:)L:g?gfr]s:ors
tumor metastatic process-associated protein; metastasis Al0b Tfanr')scri tion Activators & 2
inhibition factor NM23 (NM23-H1) R P
epressors
fibroblast adenine nucleotide translocator 2 (ANT2) B02a Symporters & A_ntlporters \
Energy Metabolism
Hint protein; protein kinase C inhibitor 1 (PKCI1) B02m | Kinase Activators & Inhibitors \
placental calcium-binding protein; calvasculin; S100 calcium- A ,
binding protein Ad: MTS1 protein B07I | Calcium-Binding Proteins 0
. Intracellular Protein Phosphatases
PTPCAAXI nuclear tyrosine phosphatase (PRL-1) B08h Cell Cycle-Related Proteins 2
tumor necrosis factor type 1 receptor-associated protein Codb Death Receptor-Associated B
(TRAP1) Proteins & Adaptors
growth arrest & DNA damage-inducible protein 153 L .
(GADD153): DNA damage-inducible transcript 3 (DDIT3), | cosa | OtNer Apoptosis-Associated !

C/EBP homologous protein (CHOP)

Proteins




Tabelle 2: Vergleich LX-1 mit HeLa Tet-On Il F1 (Fortsetzung)

Arra
Gen Koogld Gruppe ZJEi
inate nd
sentrin; ubiquitin-like protein SMT3C; ubiquitin-homology g)rg]tzz rfs\poptosm—Assouated
domain protein PIC1; UBL1; SUMO-1; GAP modifying protein | Co6d Other Enzvmes involved in \)
1; GMP1 ' =nzy
Protein Turnover
TIS11B protein; butyrate response factor 1 (BRF1); EGF C12i Transcription Activators & 4
response factor 1 (ERF1) Repressors
cadher!n 5 (CDH5'), vascular endothelial cadherin (VE- pozd | Cell-Cell Adhesion Receptors 2
cadherin); 7B4 antigen
integrin beta 4 (ITGB4) Dose | Cell-Cell Adhesion Receptors )
high mobility group protein isoforms | & Y (HMGIY) D08a | Chromatin Proteins )
alphal catenin (CTNNAZL); cadherin-associated protein D09d | Matrix Adhesion Receptors )
Other Extracellular
CD?9 antigen; leukocyte antigen MIC3 E02i | Communication Proteins 0
Cell Surface Antigens
MHC class | truncated HLA-G lymphocyte antigen; HLA class | . . .
histocompability antigen AW-80(A-1) alpha chain; MHC class | | E02m g/lrzgferinl—shstocompatlblllty Complex 0
antigen HLA-B; HLA-C
70-kDa heat shock protein 5 (HSPAS); 78-kDa glucose-
regulated protein (GRP78); immunoglobulin heavy chain E02n | Other Immune System Proteins \)
binding protein (BIP)
interleukin 1 beta (IL1-beta ; IL1B); catabolin E07f | Interleukins & Interferons )
ublqulltlln-cgnjggatlng enzyme E? 32-kDa com_plementl_ng Other Enzymes involved in
protein; ubiquitin-protein ligase; ubiquitin carrier protein; E08| Protei T
CDC34 rotein Turnover
prostate differentiation factor (PDF); macrophage inhibitory 096 Growth Factors, Cytokines & 2
cytokine 1 (MIC1); growth differentiation factor 15 (GDF15) Chemokines
60S ribosomal protein L10 (RPL10); tumor suppressor QM Foik | Ribosomal Proteins )
40S ribosomal protein S5 (RPS5) Fo2k | Ribosomal Proteins )
type 11 cytoskeletal 8 keratin (KRT8); cytokeratin 8 (CK8) F03g | Intermediate Filament Proteins )
vimentin (VIM) Fo4g | Intermediate Filament Proteins \
polyhomeotic 2 homolog (HPH2) Foam | Functionally Unclassified Proteins )
L-lactate dehydrogenase H subunit (LDHB) Foed | Simple Carbohydrate Metabolism \
early growth response alpha (EGR alpha) Foen | Functionally Unclassified Proteins )
keratin 18 (KRT18; KT18) Fosf | Intermediate Filament Proteins )
keratin 19 (KRT19; KT19) Foof | Intermediate Filament Proteins )
major histocompatibility complex class | C (HLAC) G31 | Housekeeping Genes )
Tabelle 3: Vergleich CX-2 mit HeLa Tet-On 11 F1
Arra
Gen Koory(j Gruppe Es
inate nd
Oncogenes & Tumor Suppressors
ezrin; cytovillin 2; villin 2 (VIL2) A03b | Intracellular Transducers, 0
Effectors & Modulators
- . ) . . Oncogenes & Tumor Suppressors
c-myc-binding protein MM-1; prefoldin 5 (PFDN5; PFD5) A03g Other Transcription Proteins 0
E_ell division protein kinase 6 (CDKG®); serine/threonine protein AGSj ICnetIrlacc:ZICILeI:r{%iur:ggengNeKtwgsreks A
inase PLSTIRE
Members
matrix metalloproteinase 11 (MMP11); stromelysin 3 AlL0f Oncogenes & Tumor Suppressors 2

Metalloproteinases




Tabelle 3: Vergleich CX-2 mit HeLa Tet-On Il F1 (Fortsetzung)

Arra
Gen Kooyd Gruppe S
inate nd
ras homolog gene family member A (RHOA; ARHA); aplysia Al3e Oncogenes & Tumor Suppressors 4
ras-related homolog 12 (ARH12; RHOH12) G Proteins
Oncogenes & Tumor Suppressors
Intracellular Transducers,
Effectors & Modulators
erbB3 proto-oncogene; HER3 Aldd Growth Factor & Chemokine l
Receptors
Protein Kinase Receptors
. . Kinase Activators & Inhibitors
linker for activation of T-cells (LAT) BO1m Cell Cycle-Related Proteins 0
stratifin (SFN); 14-3-3 protein sigma; epithelial cell marker B03m Kinase Activators & Inhibitors N
protein 1; HME1 Oncogenes & Tumor Suppressors
. . Other Intracellular Transducers,
B-cell receptor-associated protein (hBAP) B04n Effectors & Modulators 0
. Intracellular Protein Phosphatases
PTPCAAXI nuclear tyrosine phosphatase (PRL-1) B08h Cell Cycle-Related Proteins 2
growth arrest & DNA damage-inducible protein 153 . .
(GADD153); DNA damage-inducible transcript 3 (DDIT3); C05d gr?tzri r@poptosm-Assomated \
C/EBP homologous protein (CHOP)
TIS11B protein; butyrate response factor 1 (BRF1); EGF c12i Transcription Activators & 2
response factor 1 (ERF1) Repressors
early growth response protein 1 (EGR1); transcription factor c1 Transcription Activators & 4
ETR103; KROX24; zinc finger protein 225 (ZNF225); AT225 Repressors
. . . . o DNA Polymerases, Replication
proliferating cyclic nuclear antigen (PCNA); cyclin C%e | Coctors & Topoisomerases 0
cadher!n 5 (CDH5'), vascular endothelial cadherin (VE- pozd | Cell-Cell Adhesion Receptors 4
cadherin); 7B4 antigen
integrin beta 4 (ITGB4) Doée | Cell-Cell Adhesion Receptors )
high mobility group protein isoforms | & Y (HMGIY) Dosa | Chromatin Proteins )
integrin alpha 7B (IGA7B) Dose | Cell-Cell Adhesion Receptors )
paxillin (PXN) Dosf | Matrix Adhesion Receptors )
alphal catenin (CTNNAL); cadherin-associated protein Dood | Matrix Adhesion Receptors )
Other Stress Response Proteins
Apoptosis-Associated Proteins
glutathione-S-transferase-like protein (GSTTLp28); glutathione DoSm DNA Synthesis, Recombination & A
transferase omega (GSTO1) Repair Proteins
Metabolism of Cofactors, Vitamins
& Related Substances
Intracellular Transducers,
ephrin-B2; EPH-related receptor tyrosine kinase ligand 5 Eoth Effectors & Modulators 2
(LERK-5); HTK ligand (HTK-L) Other Extracellular
Communication Proteins
Other Extracellular
CD9 antigen; leukocyte antigen MIC3 E02i | Communication Proteins T
Cell Surface Antigens
70-kDa heat shock protein 5 (HSPAS); 78-kDa glucose-
regulated protein (GRP78); immunoglobulin heavy chain E02n | Other Immune System Proteins {
binding protein (BIP)
Other Extracellular
PDGF-associated protein E04i | Communication Proteins 0
Apoptosis-Associated Proteins
platelet-derived growth factor A subunit (PDGFA; PDGF1) E08c Growth Factors, Cytokines & 0

Chemokines




Tabelle 3: Vergleich CX-2 mit HeLa Tet-On Il F1 (Fortsetzung)

Array
Gen Koord Gruppe Befu
inate nd
Kunitz-type serine protease inhibitor 2 (SPINT2); placental o
bikunin; hepatocyte growth factor activator inhibitor 2 (HAI2) Eosk | Protease Inhibitors T
prostate differentiation factor (PDF); macrophage inhibitory Eoge | Growth Factors, Cytokines & 4
cytokine 1 (MIC1); growth differentiation factor 15 (GDF15) Chemokines
fibroblast growth factor 8 (FGF8); androgen-induced growth E14d Growth Factors, Cytokines & A
factor (AIGF); HBGF8 Chemokines
40S ribosomal protein S5 (RPS5) FO2k | Ribosomal Proteins T
type 11 cytoskeletal 8 keratin (KRT8); cytokeratin 8 (CK8) F03g | Intermediate Filament Proteins T
vimentin (VIM) F04g | Intermediate Filament Proteins |
60S ribosomal protein L5 (RPL5) Fo4k | Ribosomal Proteins T
Keratin 18 (KRT18; KT18) Fo8f | Intermediate Filament Proteins T
keratin 19 (KRT19; KT19) FO9f [ Intermediate Filament Proteins T
inosine-5'-monophosphate dehydrogenase 2 (IMP . .
dehydrogenase 2: IMPD2) F10c [ Nucleotide Metabolism 0
bifunctional purine biosynthesis protein F12c | Nucleotide Metabolism )
BIGH3 Fl4e | Microfilament Proteins )
Tabelle 4: Vergleich Capan-2 mit HeLa Tet-On 11 F1
Array
Gen Koord | Gruppe Befu
inate nd
Oncogenes & Tumor Suppressors
. . : . Cell Cycle-Related Proteins
interferon-inducible protein 9-27 A01h Intracellular Transducers, T
Effectors & Modulators
Oncogenes & Tumor Suppressors
ezrin; cytovillin 2; villin 2 (VIL2) A03b | Intracellular Transducers, 0
Effectors & Modulators
Oncogenes & Tumor Suppressors
Transcription Activators &
Repressors
myc proto-oncogene A0S Intracellular Transducers, T
Effectors & Modulators
Apoptosis-Associated Proteins
T . . . . Oncogenes & Tumor Suppressors
c-myc-binding protein MM-1; prefoldin 5 (PFDN5; PFD5) A%3Y | Sther Transcription Proteins 0
L o . . . Cell Cycle-Regulating Kinases
cgll division protein kinase 6 (CDK®); serine/threonine protein Aosi | Intracellular Kinase Network 4
kinase PLSTIRE
Members
G1/S-specific cyclin D1 (CCNDZ1); cyclin parathyroid . .
adenomatosis 1 (PRAD1); bcl-1 oncogene AdGi | Cyclins T
Oncogenes & Tumor Suppressors
Intracellular Transducers,
met proto-oncogene; hepatocyte growth factor receptor (HGF AL0d Effectors & Modulators 2
receptor; HGFR) Growth Factor & Chemokine
Receptors
Protein Kinase Receptors
matrix metalloproteinase 11 (MMP11); stromelysin 3 AlL0f Oncogenes & Tumor Suppressors \:

Metalloproteinases




Tabelle 4: Vergleich Capan-2 mit HeLa Tet-On Il F1 (Fortsetzung)

Arra
Gen !<ooryd Gruppe Be:;un
inate
Cell Cycle-Regulating Kinases
cyclin-dependent kinase regulatory subunit 1 (CKS1) Al0k | Intracellular Kinase Network 0
Members
Oncogenes & Tumor Suppressors
Transcription Activators &
FOS-related antigen 1 (FRA1L); FOS-like antigen 1 (FOSL1) Al3c | Repressors 0
Intracellular Transducers,
Effectors & Modulators
ras homolog gene family member A (RHOA; ARHA); aplysia Al3e Oncogenes & Tumor Suppressors 4
ras-related homolog 12 (ARH12; RHOH12) G Proteins
Oncogenes & Tumor Suppressors
Intracellular Transducers,
Effectors & Modulators
erbB3 proto-oncogene; HER3 Al4d Growth Eactor & Chemokine |
Receptors
Protein Kinase Receptors
stratifin (SFN); 14-3-3 protein sigma; epithelial cell marker B03m Kinase Activators & Inhibitors A
protein 1; HME1 Oncogenes & Tumor Suppressors
. . Other Intracellular Transducers,
B-cell receptor-associated protein (hBAP) B04n Effectors & Modulators T
calmodulin (CALM; CAM) B05I | Calcium-Binding Proteins )
RHO-associated coiled-coil containing protein kinase BOTe Intracellular Kinase Network A
(p160ROCK) Members
placental calcium-binding protein; calvasculin; S100 calcium- . . .
binding protein Ad: MTS1 protein B07I [ Calcium-Binding Proteins |
. Intracellular Protein Phosphatases
PTPCAAX1 nuclear tyrosine phosphatase (PRL-1) BOSN |~y Cycle-Related Proteins {
RHO GDP-dissociation inihibitor 1 (RHO-GDI 1); RHO-GDI B14j GTP/GDP Exchangers & 4
alpha (GDIAL); ARHGDIA GTPase Activity Modulators
growth arrest & DNA damage-inducible protein 153 : .
(GADD153): DNA damage-inducible transcript 3 (DDIT3); | cosd gt:tzri r@pOptos's'ASSOC'ated '
C/EBP homologous protein (CHOP)
TIS11B protein; butyrate response factor 1 (BRF1); EGF o1 Transcription Activators &
i 0
response factor 1 (ERF1) Repressors
. . . . T DNA Polymerases, Replication
proliferating cyclic nuclear antigen (PCNA); cyclin Cl3e Factors & TOpOisOMerases 0
integrin beta 4 (ITGB4) Dose | Cell-Cell Adhesion Receptors )
alphal catenin (CTNNAUL); cadherin-associated protein D09d | Matrix Adhesion Receptors )
Other Stress Response Proteins
Apoptosis-Associated Proteins
glutathione-S-transferase-like protein (GSTTLp28); glutathione DoSm DNA Synthesis, Recombination & A
transferase omega (GSTO1) Repair Proteins
Metabolism of Cofactors, Vitamins
& Related Substances
Other Extracellular
CD9 antigen; leukocyte antigen MIC3 E02i | Communication Proteins 0
Cell Surface Antigens
MHC class I truncated HLA-G lymphocyte antigen; HLA class | . . .
histocompability antigen AW-80(A-1) alpha chain; MHC class | | Eozm mtoerin':'mcompa“b”'ty Complex | 4
antigen HLA-B; HLA-C
70-kDa heat shock protein 5 (HSPAS); 78-kDa glucose-
regulated protein (GRP78); immunoglobulin heavy chain E02n | Other Immune System Proteins \2
binding protein (BIP)
cathepsin D (CTSD) E03j | Aspartic Proteases )




Tabelle 4: Vergleich Capan-2 mit HeLa Tet-On Il F1 (Fortsetzung)

Array
Gen Koord | Gruppe Beéun
inate
!eul_<0_cyte elastase inhibitor (LEI); monocyte/neutrophil elastase Eos | Protease Inhibitors A
inhibitor (EI)
interleukin 1 beta (IL1-beta ; IL1B); catabolin E07f | Interleukins & Interferons 0
HLA-DR antigen-associated invariant subunit E07m g/lrzgferinl—shstocompatlblllty Complex T
matrix metalloproteinase 7 (MMP7); matrilysin E08i | Metalloproteinases 0
Kunitz-type serine protease inhibitor 2 (SPINTZ2); placental -
bikunin; hepatocyte growth factor activator inhibitor 2 (HAI2) Eosk | Protease Inhibitors T
ublqu.ltlln-cqnjygatlng enzyme E? 32-kQa com'plementl'ng Other Enzymeslinvolved in
protein; ubiquitin-protein ligase; ubiquitin carrier protein; Eo8l . 0
Protein Turnover
CDC34
CD59 glycoprotein; membrane attack complex inhibition factor
(MACIF); MAC inhibitory protein (MACIP); MEM43 antigen; 11l Immune System Proteins 4
protectin; membrane inhibitor of reactive lysis (MIRL); HRF20; Cell Surface Antigens
1F5 antigen
Ell_ssx?—type plasminogen activator (T-plasminogen activator; E1sk | Serine Proteases 4
keratin 7 (KRT7; KT7) F02g | Intermediate Filament Proteins )
40S ribosomal protein S5 (RPS5) Fo2k | Ribosomal Proteins )
type 11 cytoskeletal 8 keratin (KRT8); cytokeratin 8 (CK8) F03yg | Intermediate Filament Proteins )
vimentin (VIM) Fo4g | Intermediate Filament Proteins \
neutrophil gelatinase-associated lipocalin (NGAL); 25-kDa Other Trafficking & Targeting
alpha-2-microglobulin-related subunit of MMP9; lipocalin 2; Fo4i | Proteins 0
oncogene 24P3 Oncogenes & Tumor Suppressors
60S ribosomal protein L5 (RPL5) Fo4k | Ribosomal Proteins 0
L-lactate dehydrogenase H subunit (LDHB) Foed | Simple Carbohydrate Metabolism \
keratin 18 (KRT18; KT18) Fosf | Intermediate Filament Proteins 0
keratin 19 (KRT19; KT19) Fo9f | Intermediate Filament Proteins 0
inosine-5'-monophosphate dehydrogenase 2 (IMP , .
dehydrogenase 2; IMPD2) F10c | Nucleotide Metabolism 0
elongation factor 1 alpha (EF1-alpha; EF1A) F12j | Translation Factors 0
BIGH3 Fl4e [ Microfilament Proteins 0
40S ribosomal protein S16 (RPS16) F14j | Ribosomal Proteins 0
Tabelle 5: Vergleich HeLa Tet-On | B1 mit HeLa Tet-On Il F1
Array
Gen Koord | Gruppe Beéun
inate
nucleoside diphosphate kinase B (NDP kinase B; NDKB); gngogggg_sf;s-gg&g& ?Durggiesssors
expressed in non-metastatic cells 2 protein (NMEZ2); myc purine- | A0h Trpangcri tion Activators & 0
binding transcription factor (PUF); NM23B R P
epressors
nucleoside diphosphate kinase A (NDKA); NDP kinase A, Oncoger!es & Tu_mor Suppr_essors
. . " ; Apoptosis-Associated Proteins
tumor metastatic process-associated protein; metastasis AlOb . ; 0
inhibition factor NM23 (NM23-H1) Transcription Activators &
Repressors
matrix metalloproteinase 11 (MMP11); stromelysin 3 AL0f Oncagenes & Tumor Suppressors 0
Metalloproteinases
ras homolog gene family member A (RHOA; ARHA); aplysia Al3e Oncogenes & Tumor Suppressors 4

ras-related homolog 12 (ARH12; RHOH12)

G Proteins




Tabelle 5: Vergleich HeLa Tet-On | B1 mit HeLa Tet-On 11 F1 (Fortsetzung)

Arra
Gen Koogld Gruppe Beéun
inate
Oncogenes & Tumor Suppressors
Intracellular Transducers,
, Effectors & Modulators
erbB3 proto-oncogene; HER3 Al4d Growth Eactor & Chemokine J
Receptors
Protein Kinase Receptors
fibroblast adenine nucleotide translocator 2 (ANT2) BO2a Eymporters & Antiporters T
nergy Metabolism
hint protein; protein kinase C inhibitor 1 (PKCI1) Bo2m | Kinase Activators & Inhibitors 1
lacental calcium-binding protein; calvasculin; S100 calcium- . S .
Einding orotein Ad: MTSglpprotein B07I [ Calcium-Binding Proteins T
. Intracellular Protein Phosphatases
PTPCAAX1I nuclear tyrosine phosphatase (PRL-1) BOSN | gy Cycle-Related Proteins 0
growth arrest & DNA damage-inducible protein 153 . .
(GADD153); DNA damage-inducible transcript 3 (DDIT3); | cosd g’rt:teeri r@pOptos'S'ASSOC'ated 1
C/EBP homologous protein (CHOP)
Eggﬂg:zg)?Y(gE;?ig;]ascuIar endothelial cadherin (VE- Do2d | Cell-Cell Adhesion Receptors 0
high mobility group protein isoforms | & Y (HMGIY) D08a | Chromatin Proteins )
alphal catenin (CTNNAZ); cadherin-associated protein D09d | Matrix Adhesion Receptors )
Other Stress Response Proteins
Apoptosis-Associated Proteins
glutathione-S-transferase-like protein (GSTTLp28); glutathione DS DNA Synthesis, Recombination & 4
transferase omega (GSTO1) Repair Proteins
Metabolism of Cofactors, Vitamins
& Related Substances
70-kDa heat shock protein 5 (HSPA5); 78-kDa glucose-
regulated protein (GRP78); immunoglobulin heavy chain E02n | Other Immune System Proteins 0
binding protein (BIP)
e . Other Extracellular
m?}?gﬁ?:gaggcrgggllog inhibitory factor (MIF); glycosylation- E07h Communication Eroteins | 4
Apoptosis-Associated Proteins
prostate differentiation factor (PDF); macrophage inhibitory 096 Growth Factors, Cytokines & A
cytokine 1 (MIC1); growth differentiation factor 15 (GDF15) Chemokines
tissue inhibitor of metalloproteinase 1 (TIMP1); erythroid _ _
potentiating activity proteipn (EPA); col(lagenase) inh%bitor (CLGI) E10] | Protease Inhibitors T
fibroblast growth factor 8 (FGF8); androgen-induced growth E14d Growth Factors, Cytokines & 4
factor (AIGF); HBGF8 Chemokines
fibroblast growth factor 7 (FGF7); keratinocyte growth factor Growth Factors, Cytokines &
El4b ; 1
(KGF) Chemokines
keratin 7 (KRT7; KT7) F02g | Intermediate Filament Proteins )
40S ribosomal protein S5 (RPS5) F02k | Ribosomal Proteins )
heterogeneous nuclear ribonucleoprotein K (HNRNPK); dC- .
stretchqbinding protein (CSBP); trgnsformati(on-upregula)1ted FO7i _rPRNA Processmg, Turnover & 0
. ransport Proteins
nuclear protein
ribosomal protein S21 (RPS21) F1ik | Ribosomal Proteins )
elongation factor 1 alpha (EF1-alpha; EF1A) F12j | Translation Factors )
Other Proteins Involved in
Translation
glycyl tRNA synthetase (GLYRS; GARS) F13k tRNA Processing, Turnover & 0
Transport Proteins
40S ribosomal protein S16 (RPS16) F14j | Ribosomal Proteins )
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